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pCAMBIA2301 (1ug/pl) 1%

EREAE: -T0CIRTE, eSS 2 VR A .

FEEE: C58RecA (Rif */Carb®) TipTiBo542DT-DNA(Str?) ,Succinamopine type
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AGLITE MR A FTHCS8, Rec AT 5t (Lazoet al., 1991), #ZIEP b & A FIAR F-H vk 28 R (R MR 5 5 2K I
PEFE R (Carb).  BE B HRIEHE T — Fh B & 518 ThRE I 2% 1) )5 ki (disarmed Ti plasmid), AGL1E#E & BRI Ti
JB KL pAGLO(pTiBo542DT-DNA), % i #i vir2E [H (virZ& B T-DNA i A fl 4 % B 21 i 24 7% 1 oo,
pPAGLO(pTiBo542DT-DNA)ii ¥ H £ (W T-DNARE % Dy e 3R, H 5l B SUC R IA ZAA I T-DNAREE )
PAGLO(pTiBo542DT-DNA) BUKLIE & A StrfiitE R K, T AGL1 MBS Rhilt. AGLURITHEEH T/KFE.
FAIT . M R K e L R R A . AGL LR RO A5 R G AR BORL IR B4 46, Z2pCAMBIA2301 5L A % 16 2K
FKTF10° cfu/pg DNA,
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1. BB IE]EE N0 lem I FEEE MR (Gene Pulser®/MicroPulser™ electroporation cuvettes) i AREUKHT, S0k
I, UK ESSE, AT R, (BEMESERTE GURATE, HRRERERKmEE
T ERBEWMAIDNA, FIZEMKYE3E, #HIHHAET75% B30 40, BUHA T, BTk, MIEkE
G, O ASER, & b TR & D
2. W70 CORAFHIARAT B2 SHBADK 570 B, AR JLRIAL, I 10ng-1pgFURIDNA - Gt it B i J5URE Y
BB T ARER S, TR, SB—REA T RIF MR m e iR R RER , 1T
WATE RIS, SCEENVK A, FE#S & T TR 2 - T RR G Pod B Bl it b, & 1
M, SEREAH.
3. AN, WEBTSH: C=25pF, PC=2000hm, V=24KV (ItZH NBioRadAFHER, KHEA [
R AT STRAT I G & G S8 o RAR M B M AN RIS, K AR DUEUBON F A
hRE TS . Bl RE, B R PSR A UK, I 700u e A R LB I EE RS B JFR AR B (1
A&, 28°C, 150-200rpm, HR¥HHEFE2-3/NF .
4. 6000rpm B§L—4rEiSCE, BER200pI /e A7 EIE R B R L, HU100uI I BB IR AT TS AR R AR 3R
FILBEYEB AR I, BB T 28 CHEFRM BT FR2-3 K CH AR A &6 50ug/ml Kanh, 28°CH:#:48/N
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BIAT; P b R n N 50pg/ml Kan, 20pg/ml Rifisf, 7F528°C 53260/ N5 2 B8 F FSFAR &4 50pg/mIRif
M FREE28°CHEFRT2-90/NF)
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1. RN ORI B SR A, N BORL AR ARAS K T2 SRR 1710, BORLAS 28 Sl R PR 2 S B0 L 2%
HE

2. PR EWEIEZN, WEIRAN. 8 TSR, NOR BN RO A, B RV E
G T e o S

3. AR AR 0 AR LR AN S 1 25 pg/mil, 3 v PR ST P e A AR B AR A 8%

4. MART-BAT B 1k 2% AR AT AT B A A s AR i P R R T I\ B B 28 sl K3 3 AT BT LR T
REE, AABERE AT T AT B (SRR AR, DL — BB FRANT BN ol A5 [N 5 3R sUR K%
7, TURRLE R IBERRAT (P 20).
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